
< 1 2 3 4 > 5Node size  legend:

Local DAG for enriched t erm s in GO M olecular Funct ion
Nodes sized according to Binom ial Fold Enrichm ent

Job ID: 20221111-public-4.0.4-29Q61n

Display nam e: user-provided data

kinase regulatorkinase regulator
act ivityact ivity

1 1 .1 3

protein kinaseprotein kinase
regulator act ivityregulator act ivity

1 1 .4 2

receptor bindingreceptor binding

3 .4 5

chem orepellentchem orepellent
act ivityact ivity

2 0 .2 7

protein kinaseprotein kinase
bindingbinding

4 .5 3

protein phosphataseprotein phosphatase
bindingbinding

1 1 .1 8

phosphat idylinositolphosphat idylinositol
3-kinase act ivity3-kinase act ivity

1 0 .9 7

kinase bindingkinase binding

4 .0 3

ion channel bindingion channel binding

8 .7 3

GABA-A receptorGABA-A receptor
act ivityact ivity

1 7 .6 1

GABA receptorGABA receptor
act ivityact ivity

1 5 .9 3

t ransm em branet ransm em brane
receptor proteinreceptor protein

tyrosinetyrosine
phosphatase act ivityphosphatase act ivity

1 1 .7 8


